Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.006 Å; R factor = 0.044; wR factor = 0.129; data-to-parameter ratio = 6.2.
In the title compound, C 21 H 28 N 2 O, the dihedral angle between the rings is 35.2 (2) . A weak intramolecular O-HÁ Á ÁN hydrogen bond is observed between the O-H H atom and the imine N atom. In the crystal, molecules are linked by additional intermolecular N-HÁ Á ÁO hydrogen bonding, resulting in a wave-like chain along the b-axis direction. Table 1 Hydrogen-bond geometry (Å , ). showing excellent catalytic activity in various reactions. In the structure of the title compound the dihedral angle between the two phenyl rings amount to 35.2 (2) ° and all bond lengths are comparable to those observed in similar compounds (Kochem et al., 2010; Belmonte et al., 2010; Liu et al., 2010) (Fig. 1 ). An intramolecular O-H···N hydrogen bond between the O-H H atom and the N atom N1 is observed (Table 1 ). In the crystal structure the molecules are linked into chains along the b axis by intermolecular N-H···O hydrogen bonding between the amino group and the hydroxy O atom which act as acceptor (Table 1 and Fig. 2 ).
Related literature
D-HÁ Á ÁA D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA O1-H1AÁ Á ÁN1 0.
Experimental
The title compound was obtained according to the synthetic procedure of Muñoz-Hernández et al. (2000) . 1,2-diaminobenzene (1.0 g, 9.2 mmol) was added to a solution of 3,5-Di-tert-butyl-2-hydroxybenzaldehyde (1.1 g, 4.6 mmol) in absolute ethanol (40 ml) and heated to reflux for 4 h, then concentrated to 20 ml by distillation. An orange solid precipitated from the reaction mixture and collected by filtration and dried open air. The orange solid was recrystalized from ethanol to give an orange crystal, which was collected by filtration and dried under vacuum, yield 71.0%. The single-crystal of the title compound suitble for X-ray diffraction was obtained by slow evaporation of an ethanol solution of the title compound.
Refinement
Hydrogen atoms were positioned with idealized geometry (O-H H atoms allowed to rotate but no to tip) and refined using a riding model with N-H = 0.86 Å, C-H = 0.95-0.99 Å, O-H = 0.82 Å and with U iso (H) = 1.2 (1.5 for methyl groups) times U eq (C/N), U iso (H) = 1.5 U eq (O). Because no strong anomalous scattering atoms are present the absolute structure cannot be determined. Therefore, Friedel opposites were merged in the refinement. The molecular structure of the title compound with atom labels and 50% probability displacement ellipsoids for non-H atoms.
Computing details

Figure 2
Crystal structure of the title compound with view along the b axis. Intermolecular hydrogen bonding is shown as dashed lines. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.5353 (2) 0.2087 (4) 
Geometric parameters (Å, º)
O1-C12 1.357 (4) C21-N2 1.376 (6) O1-H1A 0.8200 C21-C20 1.378 (6) N1-C15 1.284 (4) C17-C18 1.379 (6) N1-C16 1.416 (5) C17-H17A 0.9300 C7-C6 1.393 (4) N2-H2A 0.8600 C7-C12 1.410 (5) N2-H2B 0.8600 C7-C8 1.534 (5) C20-C19 1.373 (7) C6-C5 1.397 (4) C20-H20A 0.9300 C6-H6A 0.9300 C18-C19 1.370 (6) C13-C12 1.400 (5) C18-H18A 0.9300 C13-C14 1.401 (5) C2-H2C 0.9600 C13-C15 1.442 (5) C2-H2D 0.9600 C5-C14 1.368 (5) C2-H2E 0.9600 C5-C3 1.537 (5) C9-H9A 0.9600 C14-H14A 0.9300 C9-H9B 0.9600 C3-C1 1.504 (6) C9-H9C 0.9600 C3-C4 1.517 (6) C19-H19A 0.9300 C3-C2 1.530 (7) C11-H11A 0.9600 C15-H15A 0.9300 C11-H11B 0.9600 C8-C9 1.520 (6) C11-H11C 0.9600
